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SUBMIT ANOTHER JOB 



****««« ##»##»#####»«»### »*#####* ##»##### 

# Rundate: Wed Feb 11 19:44:49 2009 

# Align_format : srspair 

# Report_file: /ebi/extserv/old-work/water- 
######################################## 



1-1944473 7379758. output 



# Aligned_sequences : 

# 1: EMBOSS_001 
#2: EMBOSS_001 

# Matrix: EBLOSUM62 

# Gap_penalty: 10.0 



26/138 (18.8%) 
50/138 (36.2%) 
27/138 (19.6%) 



EMBOSS_001 90 STVKIPFRCRCNGDVGQSDRL PI YVVQPQDGLDAIARNVFNAF 

EMBOSS_001 257 SSTQVEVASLCAGQESQASELKQLSADQTLYAFYDK-GSQ1IEDSVKPVS 

EMBOSS_001 133 VTYQEIAAANN IPDPNKINVSQTLWIPLPCSCDKEEGSNVMHL 

EMBOSS_001 306 ISDVAITSTNNHTVAHGEI IDDQSMDADE KKVARKSLTRI 

EMBOSS_001 176 AYSVGKGENTSAIAAKYGVTESTLLTRNKI DDPTKLQM 213 

EMBOSS_001 346 RTSVGASEESQLIGREKEISEITHLILN — NDSQQVQV 381 
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Water output 
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(#»##»### #####» #*###################### 

Rundate: Wed Feb 11 19:47:05 2009 
Align_f ormat : srspair 

Report_file: /ebi/extserv/old-work/water-2009021 1-1947 0451719976 . output 
»#»##»#######»#########»#####»######### 



26/138 (18.8%) 
50/138 (36.2%) 
27/138 (19.6%) 



EMBOSS_001 62 STVKIPFRCRCNGDVGQSDRL PI YVVQPQDGLDAIARNVFNAF 

I : . : : I . I ■ . . I : • • I • : I : I . . . I . . : I 

EMBOSS_001 257 SSTQVEVASLCAGQESQASELKQLSADQTLYAFYDK-GSQI IEDSVKPVS 

EMBOSS_001 105 VTYQEIAAANN IPDPNKINVSQTLWI PLPCSCDKEEGSNVMHL 

EMBOSS_001 306 ISDVAITSTNNHTVAHGEIIDDQSMDADE KKVARKSLTRI 

EMBOSS_001 148 AYSVGKGENTSAIAAKYGVTESTLLTRNKI DDPTKLQM 185 

EMBOSS_001 346 RTSVGASEESQLIGREKEISEITHLILN — NDSQQVQV 381 
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Water Results 

DNAfull 



#########################»######### 
gram: water 

date: Wed Feb 11 19:53:11 2009 
gn_format: srspair 

I Report_f ile: /ebi/extserv/old-work/water-2009021 1-195311045339 96 . output 
######################################## 



Aligned_sequences : 2 
1: EMBOSS_001 
2: EMBOSS_001 
Matrix: EDNAFULL 
Gap_penalty: 10.0 
Extend_penalty: 0.5 

Length: 1999 

Identity: 724/1999 (36.2%) 

Similarity: 724/1999 (36.2%) 

Gaps: 1073/1999 (53.7%) 



EMBOSS_C 

EMBOSS_001 

EMBOSS_C 



EMBOSS_C 
EMBOSS_C 
EMBOSS_C 
EMBOSS_C 
EMBOSS_C 
EMBOSS_C 
EMBOSS_C 
EMBOSS_C 
EMBOSS_0 



1 atggcgtcgctcaccgccgcc — 



9 M I 



3 atgatgttgaggacagcctccaggatttcgctgttcatcttaagaggcca 
J cgccggcggccgctgccctcctcctcctcgt — cctcctcg-ccgccccc 

3 tcctggtggcgatt tcctcgtacgctgctcgagcggcacc 

3 gcctccgccgccaacttcacctgcgc-ggtg gcttcaggcacca- 

3 g tgtggccaa gcagatgaaggagctt-aggaacaag 

J — cctgcaagtccgcca tcctctacacctc 

i gtcgaggatgtcagccagaggaatgtgcggtaccacctcatcaagggctc 

7 ccccaacgccacca cctac — ggcaacctcgtcgcccgctt 

i tgccaaggccaccatcaattcc-actgagcaatctag cg-ttatt 

> -caaca-ccaccaccctccccgacctcctcggc gccaacgg 

. gctacagcca tattcggcattgacgatgc — aagg 

) cctccccgacggcacg ctt-tcc 

1 cgtgccgcaaagcaggacaatcagagagtggatcttgtccaactaatcaa 
j tccgcccc cgtcgc 



EMBOSS_00] 



474 cagtgaggatcaggacctaaaagtgatcgcggtctggggaacaagtggtg 523 



4 atatgggccaaacaacaataatcaggatggcttatgagaacccagatgtc 

7 aaaatccccttccgctgccgctgc aacggcga — cgtcggc 

1 caaatcagattcccatgccg-tgcatgggtaagggtgatgcatc — cttt 

5 cagtc ggaccgcctcc ccatctacgtcgtgcagccg 

I cagtccaagagactttgtccagagcttggtgaatcagcttcatgcaaccc 



L aagg--ggttgaagctctgttggagaaagagaagacagaacaagatttag 

L tc gcgcgca acgtgt tc 

3 ctaagaaattcaatggatgtgtgaatgataggaagtgtctaattgtgctt 

i aacg-cct-tcgtcacc taccag gagatcgccg 

) aatgacctatc — caccattgaagagtgggaccagattaagaaat-gctt 

3 ccgcgaacaacatcc ccgaccc caa ca 

5 cc aaaaatgcaggaaaggaagccgaatcatagtgtcaagcactca 

5 agataaa — tgtcagc cagacg 

I agttgaagttgcaagcttatgtgctgggcaagaaagccaagcctcaga-g 

j ctgtgg — at — tccgctg ccct gca-gctgcgacaag — 

) ctaaagcaattgtctgctgatcagaccctttacgcattctacgacaaggg 

) gagga aggctctaacgt — gatgca 

) ttcccaaattatagaggattcagtgaagccagtgtctatc-tcggatg — 

! cctcgcc tacagcgtc gg 

1 — tggccatcacaagtacaaacaatcatacagtggcccatggtgagatta 

caaagg ggagaacacgtcggcga 

I I I ■ I I . I I I I I . I . I . . I I I . I 

tcaatcaatggatgctgatgagaagaaggtggctagaaagagt 

gc tgccaagtacgg — ggtg — acggagtccacgcttct 

cttactcgcattaggacaagt gttggtgcttcggag gaatca 

cacc agaaata agatcgacgaccccacgaa 

att gcagatggga cagattctagatgtcccgctccctgtgt 

attttaaaca-atgatagccagcaggttc aggt gatctctgtgt 

g cc gttcatcaa 

ggggaatgggtggccttggaaaaaccaccctagtaagcggtgtttatcaa 

tcagcgatacctcag-ctga tcacaa 

agcccaaggctgagtgata agtttgacaagtatgtttttgtcacaa 

tctgatgc-tcctccc ggatg-gc 

tc — atgcgtcctttcattcttgtagagctccttaggagtttggctgagc 



540 ca 



563 1 



EMBOSS_C 
EMBOSS_C 

EMBOSS_C 

EMBOSS_001 

EMBOSS_001 

EMBOSS_001 

EMBOSS_0 

EMBOSS_C 

EMBOSS_0 

EMBOSS_Q 

EMBOSS_001 

EMBOSS_001 

EMBOSS_001 

EMBOSS_0 01 

EMBOSS_0 01 

EMBOSS_C 

EMBOSS_C 

EMBOSS_C 

EMBOSS_C 

EMBOSS_001 

EMBOSS_0 

EMBOSS_C 

EMBOSS_0 

EMBOSS_0 



3_001 



EMBOSS_C 
EMBOSS_C 



3 aactacataaaggatcttctaagaaggaagaactgttagaaaatagagtc 
? accgcaggaa act-gcatccgctgcag 



.11 



I I 



3 a — gcagtaagaaatcactagcat-cgatggaggataccgagttgactgg 
i gcagttgaaaaggcttttagaaaagaaaagttgcttgattgttctagatg 



5 atttctcagatacctcagaatgggaccagataaaaccaacgttattcccc 

5 ctg cactgcagtacagaacaaggg 

5 ctgttggaaaagacaagccgaataattgtgactaca agaa-aagag 

3 a tgcc cgtcag tgccactgtgcaatggaacg 

L aatattgccaaccattgc-tcagggaaaaatggaaatgtgca caacc 

3 ctgaag cttg-gtga 

7 ttaaagttcttaaacataatgatgcattgtgcctcttgagtgagaaggta 

1 gacgaacggc-accggtt — gcggatc — aacaacgtgcgcctacag 

7 tttgagga — ggctacatatttggatgatcagaacaa tccag 

5 tggttactccaacagttcatcgctcatc-atacaaacc ag 

1 agttggtta aaga agcaaaacaaatcctaaagaag 

> tgcgatggactgccccttgcaatagttgtcataggtggattcttggcaaa 

i cagacaacagcctgcc agagaggag 

! ccgaccaaagac — cccagaagagtggagaaaattgaacgagaatatcaa 

i gatctgg gaggtcg cagttc 

) tgctgagttggaaatgaatccagagcttggaatgataagaaccgtccttg 
I gcta ggt c c a t g t g gag - ca t g t c t g 1 1 a t c t 



III. 



3 aaaaaagctatgatggtttaccataccatctcaagtcatgtttttt 

i ccttccacatggtgtt gatcatta-tc tgttt 

) ctgtcca ttttccctgaagaccagatcattagtcgaaggcgttt 



1002 
1939 
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water-2009021 1 - 1 955260031 31 70.output 



######################################## 

# Program: water 

It Rundate: Wed Feb 11 19:55:28 2009 

# Align_f ormat : srspair 

# Report_f ile: /ebi/extserv/old-work/water-20090211-19552600313170 .output 
##»##################################### 



# Aligned_sequences : 2 

# 1: EMBOSS_0 01 

# 2: EMBOSS_0 01 

# Matrix: EDNAFULL 

tt Gap_penalty: 10.0 
: # Extend_penalty : 0.5 

; # Length: 1972 

# Identity: 710/1972 (36.0%) 

# Similarity: 710/1972 (36.0%) 

# Gaps: 1059/1972 (53.7%) 

# Score: 935.5 



EMBOSS_( 
EMBOSS_0 01 
; EMBOSS_0C 
EMBOSS_0C 
EMBOSS_0( 
EMBOSS_0C 
EMBOSS_0C 
EMBOSS_0C 
EMBOSS_001 
EMBOSS_0C 
EMBOSS_0C 
EMBOSS_0C 
EMBOSS_0C 
EMBOSS_0C 
EMBOSS_0C 



5 cgtcgct-caccg ccgccctggccacgcc 

453 cgtgactccaccgtacgcttgagatcttggtactccgccctgg 

33 ggcggccgctgccctcct cctc — ctcgtcctcctcgccgcccccgc 

4 96 tgcgctcatcagcctcaactcgt-ttcttctcattcccttc 

78 etc cgccg ccaacttc acctg — cgegg 

536 cacaagttgcagaaggaggtccaacttcttatcagtctccatggcctcgg 

104 tggcttcaggcaccacctgc aagtccgccatcctcta 

586 atctgg-atcaggtacctactgctctcgctccgaattccgcgaacct 

141 cacctcccccaacgccaccaccta — eggcaa cctcgtcgc c 

II .Mill I I I .. I I I I I 
632 tagggggcaagtttccttttcgcggtgc 



181 



II. 



660 cgatccgaagatcagctccaatccaccccaaggaacaatt 



710 atcaagagaatttgagaagcaagagaggctctgataccagattgtcagga 
207 cctc ctegge gecaac 



EMBOSS_0i 
EMBOSS_0i 

EMBOSS_00 
EMBOSS_00 
EMBOSS_00 
EMBOSS_00 
EMBOSS_00 
EMBOSS_00 
EMBOSS_00 
EMBOSS_Q0 



EMBOSS_C 

EMBOSS_C 

EMBOSS_001 

EMBOSS_001 

EMBOSS_001 

EMBOSS_001 

EMBOSS_001 

EMBOSS_001 

EMBOSS_001 

EMBOSS_C 

EMBOSS_C 

EMBOSS_C 

EMBOSS_C 

EMBOSS_001 

EMBOSS_001 

EMBOSS_C 

EMBOSS_C 

EMBOSS_C 

EMBOSS_001 

EMBOSS_0 01 

EMBOSS_0 

EMBOSS_C 

EMBOSS_C 

EMBOSS_0 

EMBOSS_0 

EMBOSS_001 



I tctcaagaaatcagcaaagaacaacaagaacacacaaggattcaggcaac 
I gg cctccccgacggca cgctttcctccgcc 



■ II. 



3 tagtttggattgatctgctccaacccaacaggattgagccttccgccgcc 

3 cccgtcgcc gccaattc 

) accgccaccgagttgccagttcatagttgtctttctcgagttcatcttat 

3 caccgtcaaaatcccctt ccgctgcc-gctg 

3 ttatacagt-agtatctccctactcacacgacacacacagtagccagctg 

3 — caac ggcgacgtcggccagtcggacc 

3 tacaacagatagctgggctacgcaacccactcggacccatggtaacgagg 

5 gcct ccccatctacgtcgtgc ag 

3 attgggctttggccctcttgtgggtcttgctcttcctggagtagtagtct 

3 ccgcaggacgggctcgac gc — catcgcg-- 

3 gtatctcctcctc ct ggac t t cage ttct get t cat caggtt 



ttctgcttcatcaggt 



-cct— 



L ctccttcttcaggttccttctctccctgttcac 

9 acgccttcgtca 

L tctccttcttcagtacccatagtgacaggcaggttcctgacaaaattctg 

1 accaggag 

L ctcgtttgcgaccaatggtagtgatcatagttgcaaccaggagggggggg 

2 ategecg ccgcgaacaacatccc — cgaccccaacaag 

ggggaaatcgccgtcccctccgc — tcctc-tcccgtcgtccccaac — g 

3 at aa atgtcagc-caga cgctgtg 

j cctcgttcgcgcatttcgttgaacaccatgacggcgccgaattcgcagtg 

L gattccg ctgccctg-cagctgcga caa 

i tccgcacatctcctcctcccccgtcctctccaaaccccaaaccctat 

3 ggaggaaggctctaacgtgatgcac ctcg 

) ctccacccccgaggcaggcgc ccccatgcacttgtaagtcgattgga 

7 cct aca gcgtcggcaaagggga 

) tgtcctgtcccagaagacatatcgagcgaggaggcgg — agggggacgaa 

3 — gaacaegteg gc gategctge 

I I I I I ■ ■ I I I II I I I I I II 

i gggaacatatcgagcgaggaagcggagggtggatcg — gcatcccccatt 

) -caag tacggggtgacggagtcca cgcttct- 

i tcaaggtactatac tagtccattatagtagtagtgcttttg 

) cacc — agaaataagatcgacgaccccacgaaattgcagatg 

1 catcttagaaaaaa aaat at gt teat tag 

) ggacagattct — agatg tcccgctcc — ctgtg-- 

i ccattgagagcttctgaagttgttgattttgttccaaccccaactgtgag 

I -tgccgttca — tcaatcagcgatacctcagctga tcacaa 



1656 tttcagttcaggtca— 
708 tctgatgctcct— 



tccactgattttcactatgccaa 

-cccggatggcacctatggattcaccgcagga 



accac tgtcac--atgaacacac tga 

; tgcatccgctgcag ctgca 

;agtttggtgtagacg-tgtagtgaagaatgtagcatatataccttca 

: caacta cc--taccagctaaactgcactgcag 

itttcttgcaattattggccattactagtta tgc gagg 

5 tacagaa caagggatgcccg — tea gtgecact 

3 t — agaagtgttctaaggta ctgtatcatttttatgtactaattaat 

7 gtgcaatggaacgc tga ag 

5 taagtttaat-aaaaacttttattatctaaaaataaatgactattactag 

5 cttgg tgagacg 

I ctcggtactccctttattttatattataagacgttttgatttttttatat 

5 aacggcaccggttg cggatcaacaacgtgcgc 

I acaactttctttaa gtttgattatacttataaaaaa — ttagc 

) ctaca gtggttactccaacagttca teget 

S aaacatatatattttttttacattaatagtgcaagtgagcacgcttaaat 

) -catcatac aaac — cagccttgca actaatca- 

i gcattgtacttccttcgtaaaaaaacatcaaacttttacggacgaat-at 

) -gacaa cagcctgccaga ga ggag 

! ggataaatgcatatctaaattcatcct-caataattgattctttttggag 

i gatctggga ggtcgcagttcgctaggtccatgtggagc 

- ga gtacaattggttg — gtgcgctttgtcc--ttggaccctacaat 

. atg tctgttatct cctt ccacatgg 

! aatgatgattgtttctttaatctattgaccttgacttaccacatgggcta 
i tgttgatcattatctgtttcct 1067 
t tgtttatcccttcctgaatcct 2274 



2160 
1020 
2202 
1045 
2252 
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#####»################################## 

# Program: water 

# Rundate: Wed Feb 11 19:57:51 2009 

# Align_f ormat : srspair 

# Report_file: /ebi/extserv/old-work/water-20090211-19575081865795 .output 
#########################«#########«### 



# Aligned_sequences : 2 

# 1: EMBOSS_0 01 
#2: EMBOSS_001 

# Matrix: EDNAFULL 

# Gap_penalty: 10.0 

# Extend_penalty: 0.5 



# Identity: 606/1466 (41.3%) 
ft Similarity: 606/1466 (41.3%) 

# Gaps: 701/1466 (47.8%) 

# Score: 922.5 



emboss_oo: 

EMBOSS. 
[ EMBOSS. 

EMBOSS. 
. EMBOSS. 

EMBOSS. 

emboss_oo: 

EMBOSS_00 
EMBOSS_00 

emboss_oo: 

EMBOSS_C 
EMBOSS_C 

emboss_oo: 

EMBOSS. 
EMBOSS. 



3 caacttcacctgcgcggtggcttcaggcaccacct gcaagtcc 

118 caagat-aacagcaaggtgg — tcaag acttgggtgaagcaagtcc 

46 gccatcctctacacctcccccaacgccaccacct acggcaa 

161 g tgacactgcctatgatgttgaggacag 

8 7 cctc gtcgc ccgcttcaaca — ccaccaccctcc c 

189 cctccaggatttcgctgttcatctt-aagaggcca tcctggtgg 

120 cgacctcctcggcgccaacggcctccccga-cggcac 

23 2 cgatttcctcg tacg — ctgctcgagcggcaccgtgtggccaagc 

275 agatgaaggagcttaggaacaaggtcgaggatgtcagccagaggaatgtg 

16 6 gccccc gtcgccgccaattccaccgtcaaaatcccctt 

325 cggtaccacctcatcaagggctctgccaaggccaccatcaa tt 

204 ccgctgccgctgcaa eg gcgacgtcggcc — agteggace 

368 ccactg agcaatctagcgttattgcta cagccatattcgg 

242 gcctccccatctac gtcgtgcagc — cgcaggacgggctcgac 



EMBOSS_C 
EMBOSS_C 



EMBOSS_0 

EMBOSS_0 

EMBOSS_0 

EMBOSS_0 

EMBOSS_0 

EMBOSS_0 

EMBOSS_0 

EMBOSS_0 

EMBOSS_0 

EMBOSS_0 

EMBOSS_001 

EMBOSS_00 

EMBOSS_0C 

EMBOSS_0C 

EMBOSS_0C 

EMBOSS_00 

EMBOSS_00 

EMBOSS_001 

EMBOSS_0 

EMBOSS_C 

EMBOSS_C 

EMBOSS_0 

EMBOSS_001 

EMBOSS_00] 

EMBOSS_001 

EMBOSS_001 

EMBOSS_001 



EMBOSS_001 
EMBOSS_0 
EMBOSS_C 
EMBOSS_0 



cattgacgatgcaaggcgtgccgcaaagcagga 

catc gcgcgcaacgtgttcaacgccttcgtcacc tacca 

latcagagagtggatcttgtccaac taatcaacagtgaggatca 

i gatcgccgcc--gcgaaca acatccccgacc 

icctaaaagtgatcgcggtctggggaacaagtggtgatat gggc 



I 



-atgtc- 



jctgt- 



2 caaacaacaataatcaggatggcttatgagaacccaga tgtccaaat 

6 -ggattccgctgccctgcagctgcgacaaggagg-aaggctctaacgtga 
9 cagattcccatgccgtgca — tg ggtaagg gtga 

4 tgca-cctcgcctacagcgtcggcaaaggggaga acacgtcg 

1 tgcatcct ttca — gtc — caa gagactttgtccagagcttg 

5 gcg-atc-gct gccaagtacggggtgacggagtccacgcttc 

9 gtgaatcagcttcatgcaacccaag gggttgaag c 

5 tc accaga aataagatcgacgaccccacgaaattg 

4 tctgttggagaaagagaagacagaacaagattta gctaagaaatt- 

0 ca gatgggacagattctagatgtcccgctccctgtg 

9 caatggatgtgtgaatgatagga-agtgtcta-at tg 

6 tgccgttoatcaatcagcgatacctcagctgat-cacaatctgatgctcc 

4 tgc ttaat gacct atocaccat-tga 

5 tcccgga-tggcacc tatg gattc accgcaggaaa 

9 agagtgggaccagattaagaaatgcttccaaaaatgcaggaaagga 

9 — ctgcatc cgctgcagctgcagtt 

5 agccgaatcatagtgtcaagcactcaagttgaagttgcaagcttatgtgc 
2 caacta cctaccagctaaactgca ctgcagtaca 

5 tgggcaagaaagccaagcctcagagctaaa — gcaattgtctgctgatca 

6 ga acaagggatgccc gtca 

3 gaccctttacgcattctacgacaaggg-ttcccaaattatagaggattca 
5 gt gccactgtgcaat ggaacgctg aag 

2 gtgaagccagtgt-ctatctcgga tgtggccatcacaagtacaaac 

2 cttggtgagacgaacg gcaccggttgc 

7 aatcatacagtggcccatggtgagattatagatgatcaatcaatggatgc 

9 ggat — caacaacgtgcgcct acagtggttactc caa 

7 tgatgagaagaaggt — ggctagaaagagt-cttactcgcattaggacaa 

4 cagttcatcgct catcatacaaaccagcctt gc 

1 gtgttggt-gcttcggaggaatc — acaa cttattgggcgagag 

7 aactaatcagac aac agcctgc 

5 aaagaaatatctgaaataa-cacacttaattttaaacaatgatagccagc 

3 cagagagg ag — gatct ggga ggtcgc 



EMBOSS. 

emboss_oo: 

EMBOSS_0 
EMBOSS_0 
EMBOSS_0 
EMBOSS_0 
EMBOSS_0 



914 - 



— aggttcaggtgatctctgtgtggggaatgggtggccttggaaaaa 
agttcgctaggt ccatg 



930 



1259 ccaccctagtaagc — ggtgtttatcaaagcccaaggctgagtgataagt 1306 

931 tggagcatgtctgtt ate tccttccacatggtgttg 966 

1307 ttga-caagtatgtttttgtcacaatcatgcgtcctttca-ttcttgtag 1354 

967 a— tcattatctgttt 980 

1355 agctccttaggagttt 1370 
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Water Results 



Open gap penalty 

"tension penalty 
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USL20!Wm.l - 1 959345347701 9 ^ujput 



###################»#################### 

# Rundate: Wed Feb 11 19:59:36 2009 

# Report_f ile: /ebi/extserv/old-work/water-2009021 1-195934534 7701 9 . output 
######################################## 



# Aligned_sequences : 2 

# 1: EMBOSS_001 
H 2: EMBOSS_001 

# Matrix: EBLOSUM62 

# Gap_penalty: 10.0 

# Extend_penalty : 0.5 

It Length: 1521 

t Identity: 628/1521 (41.3%) 

# Similarity: 628/1521 (41.3%) 

# Gaps: 566/1521 (37.2%) 

# Score: 2769.0 



EMBOSS_001 

EMBOSS_C 
EMBOSS_C 
EMBOSS_C 
■ EMBOSS_C 
1 EMBOSS_0 
EMBOSS_0 
EMBOSS_0 
EMBOSS_0 
EMBOSS_0 
EMBOSS_0 
EMBOSS_0 
EMBOSS_0 
EMBOSS_0 



I gcc aacttcacctgc gcggtg g 

0 gccgtttatctgctggtgctcctcttgctgtagtagtgttgttggtgttg 

3 cttcaggc-acc acctg caagtccgccatcct- 

3 ctgctgatgacctaaaatgcttgcatgtttctatcatgttctccataatg 

1 ctacacctccc ccaacgccaccac 

3 tagtatcatgtactccatcttccttgttggtttttgtccataatctccac 

3 ctacggcaac ctcg tcgcccgc ttc 

) ctt-ggcagcttgcatcatcttactctcgagcttgtccaccttgagattc 

3 aacacc ac caccc tcc-ccgac — ctcctcggc — g 

J aactcctggaacgcggctcccagttcatccaccctcttctccacggcagg 

1 ccaacg-gcctcc-ccgacggcacg ctt — tcctccgcccccgt-c 

) aatccgtgactccaccgtacgcttgagatcttggtactccgccctggtgc 



latccccttccgctgccgctgcaa 



j g ccgccaattccac-cgtcc 

> gctcatcagcc tcaactcgt-t 

! cggcgacgtcggccagtcggaccgcctccccatct-acgtcgtgcagccg 



EMBOSS_C 
EMBOSS_C 

EMBOSS_0 
EMBOSS_0 
EMBOSS_0 



540 agttgcagaagg — 
26 8 caggacgggctc — 



— aggtccaacttcttatcagtctccatg — gcct 
-gacgccatcgcgcgcaacgtgttcaacg 



! cggatctggatcaggtacctactgctctcgctccgaattccgcgaacctt 



633 agggggcaagttt 



EMBOSS_C 
EMBOSS_0 
EMBOSS_0 
EMBOSS_0 
EMBOSS_0 



EMBOSS_C 

EMBOSS_001 

EMBOSS_C 

EMBOSS_C 

EMBOSS_C 

EMBOSS_C 

EMBOSS_C 

EMBOSS_C 

EMBOSS_C 

EMBOSS_001 

EMBOSS_00 

EMBOSS_00 

EMBOSS_00 

EMBOSS_00 

EMBOSS_00 

EMBOSS_00 

EMBOSS_00 

EMBOSS_00 

EMBOSS_001 



683 c 



374 



-.tgagaagco 



;_ooi 



EMBOSS_0C 
EMBOSS_0C 
EMBOSS_00 
EMBOSS_00 



tggat tccgc — tgccc 

732 gagaggctctgataccagattgtcaggatctcaagaaatcagcaaagaac 
400 tgcagctgcg-acaaggaggaaggc-tctaacgtg — atgcacctcgcct 
782 aacaagaacacacaaggattcaggcaactagtttggattgatctgctcca 
446 acagcgtcggcaaaggggagaacacgtcggcgatcgctgccaagtacggg 

832 acc caac — aggattgagc-cttccgccgccaccgcca ccgag 

496 gtgacgg agtc cacg cttctca ccagaaat 

8 72 ttgccagttcatagttgtctctctcgagttcatcttatttatacagtagt 

526 a agatcg-acgaccccacgaaattg-cagatgg — gacagatt- 

922 atctccctactcacacga-cacacacagtagccagctgtacaacagatag 

565 ctagatgtcccgct ccctgtgtgccg ttcat 

971 ctgggctacgcaacccactcggacccatggtaacgaggattgggctttgg 

596 caatc-agcgatac ctcag-ctg — atcacaatctg atgctcct 

1021 ccctcttgtgggtcttgctcttcctggagtagtagtctgtatctcctcct 

636 cccggatggca-cctatg gattcacc gcaggaaactgc 

1071 cctggacttcagcttctgcttcatcaggttctccttcttcaggttccttc 

6 73 atccgctgcagctgca gttcaac tacc 

:21 tctccctgttcagcttctgcttcatcaggttctccttcttcagtacccat 

)00 taccag-ct aaa — ctgcac tgc agta 

.71 agtgacaggcaggttcctgacaaaattctgctcgtttgcgaccaatggta 

724 cagaaca agggatg cccgtc 

1221 gtgatcatagttgcaaccaggaggggggggggggaaatcgccgtcccctc 

744 agtgccact gt — gcaatggaacgctgaagc — ttggtgagacg 

12 71 cgctcctctcccgtcgtccccaacgcctcgttcgcgcatttcgttgaaca 
78 4 aacggcaccggttgcgga tc — aacaacgtgcgcctacagtgg 

--cagttcatcgctcatcatacaaaccag cctt 

:tatctccacccccgaggcaggcgcccccat 

865 gcaactaatcagacaacag cctg--ccaga ga 

14 20 gc-acttgtaagtcgattggatgtcctgtcccagaagacatatcgagcga 
895 ggagg ate tgggag 



EMBOSS_( 
EMBOSS_C 

EMBOSS_( 

emboss_oo: 
emboss_oo: 
emboss_oo: 
emboss_oo: 

EMBOSS. 

emboss_oo: 



1469 ggaggcggagggggacgaagggaacatatcgagcgaggaagcggagggtg 1518 

909 g-tcg cagttc gcta ggtccat gtgg 933 

1519 gatcggcatcccccatttcaaggtactatactagtccattatagtagtag 1568 

934 age atgtctgttatc 948 

1569 tgcttttgcatcttagaaaaaaaaatatgttcattagccattgagagctt 1618 

949 tccttccaca--tg-gtgtt gat 968 

I I I . - I I . I I I I I . I I I 1-1 

1619 ctgaagttgttgattttgttccaaccccaactgtgagtttcagttcaggt 1668 

969 cattatctg — tttc-ctttg 986 

1669 catccactgattttcactatg 1689 
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